On the solution of equations for renal counterflow models.
The results of a comparative study of three discretization techniques and the solution of the resulting algebraic equations by three methods is given. For this study, a four-tube central core model with diffusion in the core was selected and equations were derived for a coherent and efficient implementation. The results of this study show that sparse matrix techniques that take the physiological connectivity of the kidney lead to significant savings in computer storage, running time and overall cost.